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UNIFIED COMPUTATIONAL METHOD AND
SYSTEM FOR PATIENT-SPECIFIC
HEMODYNAMICS

CROSS-REFERENCE TO RELATED
APPLICATIONS

This application is a United States national stage appli-
cation under 35 U.S.C. § 371 of International Patent Appli-
cation No. PCT/US2015/056942, filed Oct. 22, 2015, which
in turn claims priority to U.S. Provisional Application Ser.
No. 62/066,993, filed on Oct. 22, 2014, the entire disclosures
of which are both hereby expressly incorporated by refer-
ence.

FIELD OF THE DISCLOSURE

The present disclosure relates to a system for non-inva-
sively quantifying in vivo blood flow and flow-artery inter-
action in humans and a computation methodology imple-
ment by the system for non-invasively quantifying the in
vivo blood flow and flow-artery interaction in humans.

BACKGROUND OF THE DISCLOSURE

While imaging may accurately identify anatomic narrow-
ing in an artery, it does not assess important underlying
functional data, such as the fluid dynamics of blood and the
dynamic interaction between the blood flow and artery/
plaque wall because it is limited by relatively low resolution,
lengthy data acquisition, and high expense. Computational
fluid dynamics has become a unique and powerful research
tool that is capable of noninvasively accessing in vivo blood
flows and quantifying hemodynamics and fluid-structure
interaction details in arteries. Recently, patient-specific com-
putational hemodynamics, including reading 3-D image data
from CT/MRI scanning, segmenting anatomical structures,
generating meshes, and modeling blood flows, has emerged.

The highly nonlinear and multidisciplinary nature of the
complex fluid-structure interaction problem poses formi-
dable challenges in existing macroscopic computational
methodologies of patient-specific computational hemody-
namics.

First, most existing patient-specific computational hemo-
dynamics research employs macroscopic Navier-Stokes
solvers, either an in-house program or commercial compu-
tational fluid dynamics software, to solve the fluid dynamics.
The interfacial dynamic behavior between blood flow and
artery/plaque can only be modeled in very complicated
ways. Meanwhile, macroscopic Navier-Stokes solvers are
often computationally expensive because of the lack of
suitability for efficient parallel acceleration.

Second, almost all the current patient-specific computa-
tional hemodynamics research relies on external image
processing software to extract anatomical structures from
CT/MRI imaging data. The computation efficiency is limited
as most available software is not parallelized.

Third, data reconstruction and mesh generation are
needed to fill the gap between image processing software
and a computational fluid dynamics solver, when separately
employed, which inevitably introduces extra time, conver-
sion errors, and inaccuracy.

SUMMARY OF THE DISCLOSURE

In one embodiment, the present disclosure provides a
method of non-invasively quantifying in vivo blood flow
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and flow-artery interaction in an artery, comprising receiv-
ing image data of anatomical features of the artery, process-
ing the image data on a GPU parallel-computation frame-
work employing mesoscale models, and displaying
information representing the flow-artery interaction,
wherein processing comprises using a simplified lattice
Boltzmann method (“SLLBM”) to model anatomical segmen-
tation of the artery, using a volumetric lattice Boltzmann
method (“VLBM”) to model fluid dynamics of the flow-
artery interaction, using a lattice spring method (“LSM”) to
model structure mechanics of the flow-artery interaction,
and using the SLBM to model interface tracking of the
flow-artery interaction. In one aspect of this embodiment,
receiving image data comprises receiving image data from at
least one of a CT scanner, an MRI imager and an ultrasound
Doppler imager. In another aspect, displaying information
representing the flow-artery interaction comprises display-
ing at least one of a 3D blood flow velocity map and a wall
shear stress map. In yet another aspect, the GPU parallel-
computation framework is a GPU-equipped workstation. In
still another aspect, using an SLBM includes performing a
collision calculation, performing a streaming calculation and
updating a distance function. In a variant of this aspect,
performing a collision calculation comprises solving {f,
(C O=L(C O-[L( T .,O-£2%(T H]/t+F,At. In another variant
of'this aspect, performing a streaming calculation comprises
solving fl.(7+?l.At,t+At):f‘i(?,t). In yet another variant,
updating a distance function comprises calculating =2f.. In
another aspect of this embodiment, using a VLBM includes
performing a collision calculation and performing a stream-
ing calculation. In a variant of this aspect, performing a

collision calculation comprises solving n'i(?,t):ni(?,t)—[ni
(?,t)—nfq(?,t)]/‘c. In another variant, performing a stream-

ing calculation comprises solving ni(?+€iAt,t+At):n'i(7,t).
In yet another variant, using a VLBM includes determining
boundary induced fluid migration by solving N=xn, N
H:Zinigi.

In another embodiment, the present disclosure provides a
method for computing in vivo patient-specific hemodynam-
ics noninvasively, comprising receiving three dimensional
imaging data from an imaging source, extracting anatomical
data from the three dimensional imaging data, the anatomi-
cal data comprising an anatomical boundary, calculating
fluid dynamics and fluid structure interaction quantities
including velocity and pressure fields, and wall shear stress
corresponding to the extracted anatomical data, and display-
ing the fluid dynamics and fluid structure interaction quan-
tities and wall shear stress. In one aspect of this embodiment,
extracting anatomical data comprises calculating a distance
function and a solid ratio of boundary cells. In another
aspect, calculating fluid dynamics and fluid-structure inter-
action quantities comprises performing a VLBM for fluid
dynamics, performing an LSM for structural mechanics, and
coupling the VLBM and the LSM and updating the fluid
dynamics and fluid structure interaction quantities. A variant
of this aspect further comprises calculating a solid-volume
ratio as a function of a portion of the updated fluid dynamics
and fluid structure interaction quantities.

According to another embodiment, a system for comput-
ing in vivo patient-specific hemodynamics noninvasively is
provided, comprising an imager configured for imaging a
patient and providing three-dimensional imaging data of the
patient, a GPU-equipped workstation configured to provide
a parallelized implementation of a framework comprising a
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processor configured to receive the three-dimensional imag-
ing data of the patient, extract anatomical data from the
three-dimensional imaging data, the anatomical data com-
prising an anatomical boundary, calculate fluid dynamics
and fluid structure interaction quantities including velocity,
pressure, and wall shear stress distribution corresponding to
the extracted anatomical data, and output a visualization of
the fluid dynamics and wall shear stress distribution, and a
visualization platform configured for receiving and display-
ing the visualization of the fluid dynamics and wall shear
stress distribution. In one aspect of this embodiment the
three-dimensional imaging data is data from at least one of
a CT scanner, an MRI imager and an ultrasound Doppler
imager. In another aspect, the processor is configured to
extract anatomical data using an SLBM, execution of which
includes performing a collision calculation, performing a
streaming calculation and updating a distance function. In
another aspect, the processor is configured to calculate fluid
dynamics and fluid structure interaction quantities using a
VLBM, execution of which includes performing a collision
calculation and performing a streaming calculation.

BRIEF DESCRIPTION OF THE DRAWINGS

The above-mentioned and other features and advantages
of this disclosure, and the manner of attaining them, will
become more apparent and the invention itself will be better
understood by reference to the following description of
embodiments of the invention taken in conjunction with the
accompanying drawings, wherein:

FIG. 1 is a flowchart illustrating a medical system archi-
tecture using a CT/MRI imager and/or ultrasound Doppler
recordings to quantify in vivo blood flow and flow-artery
interactions in human arteries, in accordance with an exem-
plary embodiment of the present disclosure;

FIG. 2 illustrates a medical computing system for imple-
menting the system architecture of FIG. 1, in accordance
with an exemplary embodiment of the present disclosure;

FIG. 3 is a flowchart for modeling together with an
implementation sequence for quantifying in vivo blood flow
and flow-artery interactions in human arteries, in accordance
with an exemplary embodiment of the present disclosure;

FIG. 4 is an example of a two-dimensional node-based
model used in a traditional lattice Boltzmann method;

FIG. 5 is an example of a two-dimensional volume-based
model used in a volumetric lattice Boltzmann method, in
accordance with an exemplary embodiment of the present
disclosure;

FIG. 6 is an example of a three-dimensional node-based
model used in a traditional lattice Boltzmann method;

FIG. 7 is an example of a three-dimensional node-based
model used in a simplified lattice Boltzmann method, in
accordance with an exemplary embodiment of the present
disclosure;

FIG. 8 illustrates a distance function, in accordance with
an exemplary embodiment of the present disclosure;

FIG. 9 is a representation of solid, fluid, and boundary
cells, in accordance with an exemplary embodiment of the
present disclosure;

FIG. 10 illustrates a lattice spring model, in accordance
with an exemplary embodiment of the present disclosure;

FIG. 11 is a flow chart of a simplified lattice Boltzmann
method, in accordance with an exemplary embodiment of
the present disclosure; and

FIG. 12 is a flow chart of a volumetric lattice Boltzmann
method, in accordance with an exemplary embodiment of
the present disclosure.
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Corresponding reference characters indicate correspond-
ing parts throughout the several views. The exemplifications
set out herein illustrate exemplary embodiments of the
invention and such exemplifications are not to be construed
as limiting the scope of the invention in any manner.

DETAILED DESCRIPTION OF THE
DISCLOSURE

Reference to the drawings illustrating various views of
exemplary embodiments of the present disclosure is now
made. In the drawings and the description of the drawings
herein, certain terminology is used for convenience only and
is not to be taken as limiting the embodiments of the present
disclosure. Furthermore, in the drawings and the description
below, like numerals indicate like elements throughout.

In accordance with an exemplary embodiment of the
present disclosure, there is provided a computational method
that non-invasively quantifies in vivo blood flow and flow-
artery interaction in human arteries based on CT/MRI scan-
ning together with ultrasound Doppler recording within
clinically acceptable time. The exemplary method synergis-
tically combines novel mesoscale modeling for image seg-
mentation, fluid dynamics, structural mechanics, and inter-
facial tracking. In an exemplary embodiment of an
implementation of the exemplary method, a graphics pro-
cessing unit (GPU) is used to accelerate the computation
through highly efficient parallelization for solving 3-D tran-
sitional fluid-structure interactions in biomechanical geom-
etries, thereby providing computational advantages over
existing parallel-inefficient macroscopic methodologies.

The exemplary method is implemented in a unified plat-
form for segmentation, computational fluid dynamics, and
fluid-structure interaction. The method implements all-me-
soscale modeling, and because it is unified, there are no gaps
among the models for anatomical extraction, fluid dynamics,
solid mechanics, and interface tracking, thereby avoiding
data reconstruction and mesh generation that existing meth-
ods include to their detriment. Implementation on a GPU
platform in the exemplary embodiment provides for fast
computation without requiring remote supercomputing.

The method enables massive secondary analysis of exist-
ing medical images via direct and parametric simulations
taking advantage of the fast computation (e.g., within thirty
minutes for one execution) to identify hemodynamic indi-
cators through statistics for clinical assessment and predic-
tion of fatal cardiovascular diseases such as stroke and heart
attack. The method also facilitates access of medical prac-
titioners to the quantitative flow information in diseased
arteries simultaneously with CT/MRI imaging for lesion
diagnosis and assessment.

Referring now to FIG. 1, there is illustrated a flowchart of
a medical system architecture, generally designated as 100,
for quantifying in vivo blood flow and flow-artery interac-
tions in human arteries based on CT/MRI images 104
obtained from a CT scanner or MRI imager 102 or ultra-
sound Doppler recordings 106, in accordance with an exem-
plary embodiment of the present disclosure. The CT/MRI
images 104 or ultrasound Doppler recordings 106 are pro-
cessed in a GPU parallel-computation framework 110
employing mesoscale models or methods 120, 130, 140, and
150.

The framework 110 performs a simplified lattice Boltz-
mann method (SLBM) 120 for modeling anatomical seg-
mentation, a volumetric lattice Boltzmann method (VLBM)
130 for modeling fluid dynamics, a lattice spring method
(LSM) 140 for modeling structure mechanics, and a simpli-
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fied lattice Boltzmann method (SLBM) 150 for modeling
interface tracking. The framework 110 seamlessly integrates
all of the mesoscale models 120, 130, 140, and 150 on a
unified computing platform accelerated by a GPU, taking
advantage of the inherent data locality of mesoscopic
approaches, as discussed in more detail below. The frame-
work 110 outputs the calculated in vivo fluid dynamics of
blood and the dynamic interaction between the blood flow
and the artery/plaque wall as results 160.

Referring now to FIG. 2, there is illustrated a medical
computing system, generally designated as 200, for imple-
menting the system architecture 100, in accordance with an
exemplary embodiment of the present disclosure. The medi-
cal system 200 comprises the CT scanner or MRI imager
102 and/or an ultrasound Doppler imager 106, or any
combination of these imaging devices. The CT scanner/MRI
imager 102 and/or ultrasound Doppler imager 106 are
connected to a local GPU-equipped workstation 210 where
unified computation for anatomical segmentation, computa-
tional fluid dynamics and fluid-structure interaction are
unified modeled and computed. The results 220 generated by
simulation such as 3D blood flow velocity (BFV) maps and
wall shear stress (WSS) maps will be converted into stan-
dard DICOM images and sent to the appropriate visualiza-
tion platforms 240 together with diagnostic images 230 from
imager 102 as a comprehensive data set, accessible to both
radiologists and referring physicians to aid the diagnosis and
evaluation of vascular abnormalities.

The GPU-equipped workstation 210 is programmed with
software instructions that when executed by the micropro-
cessor of the workstation 210 implement the functionality of
the framework 110 described herein. Accordingly, the soft-
ware instructions provide for the workstation 210 receiving
the CT/MRI images 104 and/or ultrasound Doppler images
106, and processing the received images using the frame-
work 110. The GPU-equipped workstation 210 outputs the
results (160 in FIG. 1 and 220 in FIG. 2), which are
transmitted over a network (wired or wireless) to the appro-
priate visualization platforms 240 to be viewed by a medical
doctor, nurse, or technician. The visualization platforms 240
are programmed with software instructions that when
executed by the microprocessor of the visualization plat-
forms 240 provide for displaying the results 160, 220 on the
display of the visualization platforms 240.

In an exemplary embodiment of the system 200, the
GPU-equipped workstation 210 implements the functional-
ity of the framework 110 described herein. Accordingly, the
software instructions executed by the workstation 210 cause
the workstation 210 to receive the CT/MRI images 104
and/or ultrasound Doppler images from the CT scanner/MRI
imager 102 and/or ultrasound Doppler imager 106, respec-
tively, process the received images using the framework 110,
and display the results 160, 220 on the visualization plat-
forms 240 together with other imaging information 230.

Referring now to FIG. 3, there is illustrated an exemplary
embodiment of a method, generally designated as 300, for
quantifying in vivo blood flow and flow-artery interactions
in human arteries. The method 300 is an exemplary imple-
mentation of the framework 110 and the methods 120, 130,
140, and 150 thereof and processes the CT/MRI images 104
and/or ultrasound Doppler recordings 106 to provide the
results 160, 220. Subroutines 320, 330, and 340 of the
method 300 correspond, respectively, to the methods 120/
150, 130, and 140 of the framework 110.

The method 300 begins by receiving the CT/MRI images
104 and/or ultrasound Doppler images from the CT scanner/
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MRI imager 102 and/or ultrasound Doppler imager 106 at
step 310. In step 315, a distance function is initialized.

The method 300 continues to the subroutine 320, which
performs image segmentation or updates the interface
between blood and artery/plaque wall, depending on when
the subroutine 320 is accessed within the framework 110.
Steps 322, 324, and 326 of collision, streaming, and updat-
ing the distance function are performed. After completing of
the subroutine 320, step 328 of calculating P values and step
329 of pulsation are performed.

The method 300 continues to the subroutine 330 for
extracting the anatomical segmentation. A step 332 of col-
lision and a step 334 of streaming are performed. The
method 300 then continues to the subroutine 340 for solving
fluid dynamics and fluid-structure interaction. Steps 342,
344, 346, and 348 of calculating total force, Newton’s

Second Law, new V, and new r, are respectively per-
formed. P is then updated at step 350, and U is calculated at
step 352.

Finally, the method 300 continues to a step 354 of
migration, and a step 356 of updating hydrodynamic vari-
ables. The method 300 provides the updated hydrodynamic
variables from step 356 and the updated P from the step 350
to the subroutine 330. The method loops through the sub-
routines 330 and 340 and once complete provides the results
160, 220 in a step 360 of outputting the results 160.
Simplified Lattice Boltzmann Method

Geometric active contour has been a popular technique
for image segmentation to extract object boundaries from
medical images. Given a 3D medical imaging dataset 104 or
106 from the CT scanner/MRI imager 102, the anatomical
structures can be implicitly achieved by tracking a level set

function (cp(?, 1), shown in FIG. 8), which is defined over
an evolving distance field in the whole domain 800. Given
an interface, I', 810, negative, zero, and positive signs
correspond to inside of, at, and outside of the fluid domain
800. The level set starts from an initial seeding contour,
evolves following a partial differential equation,

de (1)
51 = V&V + By,

and converges at the boundaries of arteries/plaques. The
level set partial differential equation (1) can be considered as
comprising a nonlinear diffusion equation with an external
driving function.

The framework 110 and the method 300 solve partial
differential equation (1) by the SLBM 120, in accordance
with an exemplary embodiment of the present disclosure. In
comparison to existing level set solvers, the SLBM 120 can
identify anatomical structures with a parallel computational
scheme, therefore leading to very fast computing perfor-
mance over existing methods.

Moreover, referring to FIG. 9, the SLBM-solved anatomi-
cal boundaries 910 are implicitly represented by the distance
function to the boundaries at each computational grid cell.
Such implicit geometric format makes it very easy to
identify fluid cells 920, solid cells 930, and boundary cells
940 in the grid. Furthermore, it can immediately compute
and dynamically update the volumetric fraction function, P,
of each boundary cell for static and deformable arteries.
Such a fast and direct computation of sub-grid volumetric
fraction permits accurate patient-specific computational
hemodynamics simulation by the VLBM 130, while in
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contrast, existing methods suffer from slow and complicated
computation and unnecessary inaccuracy while explicitly
creating boundary meshes and performing computational
fluid dynamics simulations using different software tools.
More geometric attributes, such as the boundary 810 normal,
are also easily computed which are convenient to compute
critical physical properties, such as wall shear stress.

Referring now to FIG. 11, there is illustrated an exem-
plary method, generally designated as 1100, for implement-
ing the SLBMs 120 and 150, in accordance with an exem-
plary embodiment of the present disclosure. The method
1100 is an exemplary implementation of the methods 120
and 150 illustrated in FIG. 1 and subroutine 320 of FIG. 3.

The method 1100 begins with receiving initial conditions
@, T, £? at step 1110. Then, the method 1100 solves the
following three equations to determine the velocity and
pressure fields in the geometry:

ST AT O-IF0-f22(F )e+F At 2)

F(FHE At A1 (7.0 (3)

=21 )

The simplified lattice Boltzmann equations include: (a)
collision, solved in accordance with equation 2 at step 1120,
(b) streaming, solved in accordance with equation 3 at step
1130, and (c) updating distance field, calculated in accor-
dance with equation 4 at step 1140.

The method 1100 is performed once as the SLBM 120
(subroutine 320). As the method 300 is executed to imple-
ment the framework 110, after the method 1100 is performed
the first time (as the SLBM 120 or subroutine 320), the
method 1100 is performed repeatedly in the SLBM for
interface tracking 150, as illustrated in FIG. 1. Thus, during
execution of the SLBM 150, after completion of the step
1140 in the method 1100, the method 1100 returns to the step
1120 and repeats steps 1120 through 1140. Steps 1120
through 1140 (and the SLBM 150) are repeated until the
pulsation ends.

Step 1120 of collision is completely local in nature. Step
1130 of streaming requires information only from immediate
neighboring nodes. Therefore, the method 1100 (SLBM 120
and 150 or subroutine 320, VLBM 130 or subroutine 330,
and LLSM 140 or subroutine 340) can be implemented with
only local data access within workstation 210 and the
computation at each node can be conducted concurrently.
Such two features lead to parallel execution of the method
1100 for each node.

Further description of the SLBM 120 is provided in
Appendices A, C, and D.

Volumetric Lattice Boltzmann Method

The traditional lattice Boltzmann method (LBM) is node
based, dealing with the time evolution of particle density
distribution functions, f; (i=0, 1, . . ., b), at lattice node 401,
as shown in FIG. 4 for 2-D meshes, and e, (i=0, 1, .. ., b),
as shown in FIG. 6 for 3-D meshes. Treatment of a curved
boundary relies on point-wise interpolation or transforma-
tion into local curve-linear coordinate systems. Most node-
based LBM schemes do not preserve exact conservations of
mass and momentum and might fail to maintain the detailed
balance among the particle density distribution functions
resulting in numerical artifacts that may contaminate the
fluid dynamics. Moreover, the realization of high-order
interpolations involving nonlocal information is difficult and
inefficient in general complex flows.

In accordance with an exemplary embodiment of the
present disclosure, the VLBM 130 handles moving irregular
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boundaries. The VLBM 130 strictly satisfies mass conser-
vation when the boundary passes over the flow domain. In
the VLBM 130, similar to the concept of volume of fluid
which has been used to track interfaces between two fluids,
fluid particles are uniformly distributed in lattice cells, such
as the lattice cell 510, as shown in FIG. 5, in accordance with
an exemplary embodiment of the present disclosure. FIG. 5
illustrates a 2-D lattice and lattice cell 510.

In accordance with an exemplary embodiment of the
present disclosure, the VLBM 130 solves volumetric lattice
Boltzmann equations, which deal with time evolution of
particle distribution functions, n, (i=0, 1, . . ., b), charac-

terized by a volumetric fraction function P(r, t). The

volumetric fraction function, P(?,t), is defined as the occu-
pation of solid volume in the cell 510. Instead of construct-
ing an advection equation to track moving interfaces in a

volume of fluid, the volumetric fraction function, P(?,t), in
the VLBM 130 is introduced in the time evolution of the
particle distribution functions, n, (i=0, 1, . . . , b), by
identifying three types of lattice cells in the simulation
domain: solid, fluid, and boundary cells, as seen in FIG. 9.

Referring now to FIG. 12, there are illustrated exemplary
steps of a method 1200 for implementing the VLBM 130
when the boundary is moving, in accordance with an exem-
plary embodiment of the present disclosure. The method
1200 is an exemplary implementation of the method 130
illustrated in FIG. 1 and subroutine 330 in FIG. 3. The
method 1200 begins with receiving initial conditions at step

1210. P is received at step 1220, and Hb is received at step

1230. At step 1240, the boundary is moved if needed.
The method 1200 solves the following three equations to

determine the velocity and pressure fields in the geometry:

(7, 0= 7 D[ (7 D=n2(F D)

()

n(F+e ALteAD=n'(7,5)

(6.

N==n, NU=Zn,¢; )

The volumetric lattice Boltzmann equations are formu-
lated based on P including: (a) collisions, solved in accor-
dance with equation (5), taking into account the received
momentum from the moving boundary at step 1250, (b)
streaming, solved in accordance with equation (6), accom-
panied with a volumetric bounce-back procedure in bound-
ary cells at step 1260, and (¢) boundary induced fluid
migration, solved in accordance with equation (7), moving
the residual fluid particles into the flow domain when the
boundary swipes over a boundary cell toward a solid cell, as
calculated in step 1240. The collision and streaming opera-
tions are more sophisticated than the node-based LBM, and
fluid migration in the step 1240 is provided specifically to
assure mass conservation. At step 1270, the hydrodynamic
variables are updated in accordance with equation (7).

The relations between particle density distribution func-
tions, f; (density p), in node-based LBM and the particle
distribution functions, n, (particle number N), in VLBM are:

fi=n/(1-P) and 8.)

p=NI(1-P), ©)

respectively.

In a pure fluid (P=0), the node-based and volume-based
LBMs are identical.

Further description of the VLBM 130 is provided in
Appendices B, C, and D.
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Lattice Spring Model

In the LSM 140, a 3-D lattice spring model for hetero-
geneous material is employed for the deformable structure,
in accordance with an exemplary embodiment of the present
disclosure. Referring to FIG. 10, in the lattice spring model,
an elastic structure consists of solid particles 1020 initially
sitting at the mass center of each boundary 1010 or solid cell
1050 and connected by a network of harmonic springs 1030.

Initially each solid particle 1020, m, is labeled by ?mo with
mass, M,,,, and each spring is at its equilibrium length. When
a spring 1030 is deformed, the elastic energy associated with
the m™ node 1020 is given by,

Uy =05k (F = 7 o) (10,

where k_ is the spring constant and

> o d
P omn™ V'm0~ 7 0,810

(11.)

e
rmnfrm_ rn

(12)

are the lengths of the springs connecting two neighboring
solid particles 1020, m and n, at equilibrium and deformed
state respectively. The resulting spring force of the elastic
energy is a two-body central force which allows either
expansion or compression between two solid particles 1020.

For handling possible bending deformation, a three-body
angular bond is introduced through an angular motion
energy written as:

U,5=0.5k,%, %

aZmZ g, qem(© (13)

2
ing=O0mng) >

where k, is the angular coefficient, n and q are two
nearest-neighboring solid particles of the m” solid particle

1020, 6,,,,,, is the angle between the bonding vectors, ?mn
mg> and 0

The total elastic force, ﬁm, on the i” solid particle 1020 can
be computed from the gradient of the total energy as:

and T omng 18 the corresponding equilibrium angle.

F,=-V(U,~U,9, (14)

As is understood by those skilled in the art with the benefit
of the present disclosure, if more complicated deformation,
such as twist, is involved, then a more complicated potential
energy as a function of both distance and angle needs to be
considered.

Two-way Coupling of Fluid and Structure Interface Update

The coupling of the fluid-structure interaction in boundary
cells 1010 is implemented in the framework 110, in accor-
dance with an exemplary embodiment of the present disclo-
sure. On one side, the flow of the fluid cells 1060 imposes
pressures and viscous stresses on the structure walls 1040.
As seen in FIG. 10, in each boundary cell 1010, this force
is taken to be equal to the rate of exchange in momentum
that takes place as the particles of the fluid cells 1060 are
bounced back at the interface 1040. Each LSM node 1020
receives a resultant force including the flow force and elastic
forces summed over both boundary cells 1010 and neigh-
boring [.SM nodes 1020. To avoid noise at the interface, the
force from flow is distributed over a certain cutoff distance.

On another side, when forced, the nodes 1020 of the solid
cells 1050 move, thus generating elastic forces as described.
By integrating Newton’s equation of motion for solid par-
ticle m on which the net force is exerted,

b 7m (15.)
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acceleration, velocity, and location of the solid particle m
is updated through the velocity Verlet algorithm. The Verlet
algorithm is described in Tuckerman, M., Berne, B. J.,
Martyna, G. J.: ‘Reversible multiple time scale molecular-
dynamics’, J. Chem. Phys., 1992, 97, the contents of which
are incorporated herein by reference.

At aboundary cell 1010, the fluid velocity equals the solid
velocity. Again, to avoid velocity fluctuations, averaging and
optimization within a certain neighboring area are desirable.
The structure deformation desirable includes a track of the
interface 1040, and the P value of each boundary cell 1010
is updated for the next time step.

The challenge is that ordering or connectivity of the solid
particles 1020 and the topology of the real surface 1040 can
be very complicated. A desirable interface tracking proce-
dure should be able to easily handle complicated topology
and to accurately represent the data set with certain smooth-
ness. Three methods may be used based on the complexity
of the application.

The first method is to reconstruct a triangulated interface
using Delaunay triangulations and Voronoi diagrams, as
described in Amenta, N. a. B., M.: ‘Surface Reconstruction
by Voronoi Filtering, Discrete and Comput.’, Geometry
1999, 22, pp. 481-504, the contents of which are incorpo-
rated herein by reference. This method is straightforward but
difficult to handle topological changes with explicit surfaces.

The second method is to generate a potential field for the
evolution of a level-set function based on the solid particles’
final position, as described in Zhao, H.-K., Osher, S., and
Fedkiw, R.: ‘Fast surface reconstruction using the level set
method’, in: ‘Fast surface reconstruction using the level set
method” (IEEE, 2001, edn.), pp. 194-201, the contents of
which are incorporated herein by reference. The interface
1040 is then attracted to the boundary cell 1010 until it
reaches a local equilibrium, where the potential field takes
on a minimum value. Based on the new level set’s distance
field function, the P value of a boundary cell 1010 can be
easily and accurately calculated by interpolation.

The third method is to treat solid particles 1020 as
markers and use a particle level-set method to adjust the
previous interface 1040, as described in Enright, D., Fedkiw,
R., Ferziger, J., and Mitchell, 1.: <A Hybrid Particle Level Set
Method for Improved Interface Capturing’, Journal of Com-
putational Physics, 2002, 183, pp. 83-116, the contents of
which are incorporated herein by reference. These particles
1020 are initially given a fixed radius of influence based on
their distance from the initial interface 1040 location. When
a particle’s 1020 position is changed, the particle’s 1020
sphere of influence is used to update the interface 1040.

The second and third methods are more sophisticated than
the first method but can be solved by SLBM 120, 150
efficiently.

Appendix A describes VLBM 130 and GPU paralleliza-
tion in further detail.

The framework 110 has (1) programming simplicity with-
out compromising physical accuracy; (2) easy modeling of
interfacial dynamic behavior of deformable arteries and
fluids; (3) fast computational performance enabled by GPU
acceleration which is local and low-cost. Therefore the
framework 110 leads to patient-specific hemodynamics
simulation and analysis within a clinically acceptable time.
After being integrated with clinical MRI or CT imagers 102,
this unified and GPU-accelerated framework 110 will enable
access of medical practitioners to the quantitative hemody-
namics and wall shear stress (WSS) information in diseased
arteries simultaneously with CT/MRI imaging, which has
not been made possible in existing approaches. It is also
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useful for massive secondary data analysis of existing medi-
cal images. The framework 110 can promote deeper under-
standing of vascular diseases and lay the groundwork for
future improvements in patient care and clinical decision
making.

Although it is described that the architecture 100 is for
calculating blood flow and blood-artery/plaque interaction,
it is to be understood that the architecture is not so limited.
Other applications of the architecture 100 are contemplated
for calculating the flow of any fluid in an anatomical vessel,
e.g., urine flow, air flow, blood flow in a heart ventricle, etc.
Furthermore, the architecture 100 is not limited to calculat-
ing fluid flow in humans. It may be used in any living animal
or in any vessel in which fluid flows.

These and other advantages of the present disclosure will
be apparent to those skilled in the art from the foregoing
specification. Accordingly, it is to be recognized by those
skilled in the art that changes or modifications may be made
to the above-described embodiments without departing from
the broad inventive concepts of the disclosure. It is to be
understood that this disclosure is not limited to the particular
embodiments described herein, but is intended to include all
changes and modifications that are within the scope and
spirit of the disclosure.

What is claimed is:
1. A method of non-invasively quantifying in vivo blood
flow and flow-artery interaction in an artery, comprising:
receiving image data of anatomical features of the artery;
processing the image data on a GPU parallel-computation
framework employing mesoscale models; and
causing display of information representing the flow-
artery interaction;
wherein processing comprises
using a simplified lattice Boltzmann method (“SLBM”)
to model anatomical segmentation of the artery,
using a volumetric lattice Boltzmann method
(“VLBM”) to model fluid dynamics of the flow-
artery interaction,
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using a lattice spring method (“LSM”) to model struc-
ture mechanics of the flow-artery interaction, and

using the SLBM to model interface tracking of the
flow-artery interaction.

2. The method of claim 1 wherein receiving image data
comprises receiving image data from at least one of a CT
scanner, an MRI imager and an ultrasound Doppler imager.

3. The method of claim 1 wherein displaying information
representing the flow-artery interaction comprises display-
ing at least one of a 3D blood flow velocity map and a wall
shear stress map.

4. The method of claim 1 wherein the GPU parallel-
computation framework is a GPU-equipped workstation.

5. The method of claim 1 wherein using an SLBM
includes performing a collision calculation, performing a
streaming calculation and updating a distance function.

6. The method of claim 5 wherein performing a collision

calculation comprises solving f‘i(?,t):ﬁ(?,t)—[fi(?,t)—fieq(

T D]t+F,AL.

7. The method of claim 5 wherein performing a streaming
calculation comprises solving fl.(?+€l.At,t+At):fi(?,t).

8. The method of claim 5 wherein updating a distance
function comprises calculating ¢=21.

9. The method of claim 1 wherein using a VL.LBM includes
performing a collision calculation and performing a stream-
ing calculation.

10. The method of claim 9 wherein performing a collision
n‘i(?st):ni(?st)_[ni(

calculation  comprises

T.0-0,°(r M.

11. The method of claim 9 wherein performing a stream-
ing calculation comprises solving

n,(T + ¢ At t+AD)=n'"( T ,0).

12. The method of claim 9 wherein using a VLBM
includes determining boundary induced fluid migration by
Nu=Zn,¢,.

#* #* #* #* #*

solving

solving N=Xn_
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